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Figure 5 Multiomics analysis of Vitis amurensis fruit at different stages.

(A) Fruits at stages S1, S2, S3 and S4. (B) CCA analysis of key genes and metabolites in resveratrol
metabolic pathway. (C) Schematic diagram of resveratrol synthesis and metabolism mechanism
during fruit ripening of vitis amurensis. “*” represents that these genes expression or metabolites
content of the sample changes significantly compared with S1(P£<0.05). CYP73A is the symbol of
trans-cinnamate 4-monooxygenase, ST is the symbol of stilbene synthase, HTC is the symbol of
shikimate O-hydroxycinnamoyltransferase, ROMT 1is the symbol of trans-resveratrol di-O-
methyltransferase and CYP98A 1s the symbol o of 5-O-(4-coumaroyl)-D-quinate 3'-monooxygenase.
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Figure 6 Population structure analysis and selective sweep analysis of 24 Va individuals.
(A) Population structure of 24 Vitis amurensis individuals (There are some individuals whose names usc abbreviations here. Please refer to table s14 for the cor
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and full names of individual names). (B) An evolutionary tree based on the

whole-genome SNPs of 24 Va individuals. (C) An cvulntmnnry tree based on the SNPs on the SDRs of 24 Va individuals. (D) A Manhattan du:gmm of the selective region. The top subﬁgum shows the selective region from the comparison of female and male groups comparison. The

middle subfigure is the selective region from the comparison of female and hermaphreditic groups. The bottom subfigure shows the selective region from the

of male and

blue asterisk represents the selective region which harbored SDR genes

ditic groups. The red dashed line represents the threshold of Bz ratios and FST (top 5%). The
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